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Table S1. Primer sequences used in this study.
	Primer
	Sequence (5' -> 3')

	P1
	cgactagtatgttacaagtacctgattatg

	P2
	gctcgagttattacttgatgtcgttaaatg

	P3
	cggaattcccatcacatatacctg

	P4
	ggactagtcatgtctccttttttatg

	P5
	ctcaggaattcttctgtacaccaatgtcatg

	P6
	gtactagtttttgcctcctaacttaagaataag

	P7
	ctgaattccgtaaattccgtgagcagg

	P8
	cgcgcgccgtctctctagtttataacgctcctctatcatcacac

	P9
	gacatttaacgacatcaagtaataaacataaaaaaccggcc

	P10
	cataatcaggtacttgtaacatttataacgctcctctatcatc

	P11
	gatgatagaggagcgttataaatgttacaagtacctgattatg

	P12
	ccaaggccggttttttatgtttattacttgatgtcgttaaatgtc

	P13
	aaggccaacgaggccgcatgagccttggaattgac

	P14
	aaggccttcagggcctctccttaattacaaagcgc

	P15
	aaggccctgaaggccctagtctgcagtgcaggctag

	P16
	aaggccttattggcccaccgttatgcctccgccg

	P17
	aaggccaacgaggccctgtcagatgtgctacaatgac

	P18
	aaggccttcagggcccattctagatcctccgtctgc

	P19
	aaggccctgaaggccgctcatcaacagcttgacac

	P20
	aaggccttattggccgaagatcgccattgaacagc



Table S2. Plasmids used in this study.
	Plasmid
	Description
	Reference

	pLF_PAprE_AprE
	Negative control
	[1]

	pLF_PAprE_L-AI-Lp
	Expression of L-AI-Lp
	This work

	pLF_PSecA_L-AI-Lp
	Expression of L-AI-Lp
	This work

	pLF_PSacB_L-AI-Lp
	Expression of L-AI-Lp
	This work

	pLF_PManP_L-AI-Lp
	Expression of L-AI-Lp
	This work

	pJOE8999
	CRISPR/Cas9 plasmid for B. subtilis
	[2]

	pJOE8999_sgSigF
	CRISPR/Cas9 plasmid with integrated sgRNA for sigF
	[3]

	pJOE8999_sgSfp
	CRISPR/Cas9 plasmid with integrated sgRNA for sfp
	[3]

	pJOE8999_DsigF
	CRISPR/Cas9 plasmid for deletion of sigF
	This work

	pJOE8999_Dsfp
	CRISPR/Cas9 plasmid for deletion of sfp
	This work



Table S3. Recombinant B. subtilis strains used in this study.
	Designation
	Strain
	Plasmid
	Promoter

	Bs007-Ap
	B. subtilis 007
	pLF_PAprE_L-AI-Lp
	PAprE

	Bs007-Se
	B. subtilis 007
	pLF_PSecA_L-AI-Lp
	PSecA

	Bs007-Sa
	B. subtilis 007
	pLF_PSacB_L-AI-Lp
	PSacB

	Bs007-Ma
	B. subtilis 007
	pLF_PManP_L-AI-Lp
	PManP

	Bs007∆ss-Ap
	B. subtilis 007 ∆sfp ∆sigF
	pLF_PAprE_L-AI-Lp
	PAprE

	Bs007∆ss-nc
	B. subtilis 007 ∆sfp ∆sigF
	pLF_PAprE_AprE
	PAprE

	Bs168-Ap
	B. subtilis 168
	pLF_PAprE_L-AI-Lp
	PAprE

	Bs168-nc
	B. subtilis 168
	pLF_PAprE_AprE
	PAprE




[image: ]
Figure S1. Schematic overview of the constructed expression plasmids. The plasmids were constructed based on a modular expression cassette previously integrated into the pLF shuttle vector [1]. AmpR: ampicillin resistance. ori pBR322: origin of replication derived from pBR322. NeoR: neomycin resistance. rep: replication initiation gene from pUB110. ori pUB110: origin of replication derived from pUB110. The figure is based on Senger et al. with modifications [1].

[image: Ein Bild, das Text, Diagramm, Reihe, Rechteck enthält.

Automatisch generierte Beschreibung]
[bookmark: _Hlk205451914]Figure S2. Shake flask cultivation of Bs007∆ss-nc. The batch cultivation was done with a working volume of 150 mL at 30 °C.


[image: Ein Bild, das Text, Diagramm, Reihe, Rechteck enthält.

Automatisch generierte Beschreibung]
Figure S3. Shake flask cultivation of Bs168-nc. The batch cultivation was done with a working volume of 150 mL at 30 °C.
[image: Ein Bild, das Schwarzweiß, Screenshot, monochrom, monochrome Fotografie enthält.

Automatisch generierte Beschreibung]
[bookmark: _Hlk205451996]Figure S4. SDS-PAGE analysis of the cell-free extracts from bioreactor cultivation of Bs007∆ss-Ap with pH 7 and DO > 30%. M: precision Plus Protein™ unstained protein standard.

[image: Ein Bild, das Schwarzweiß, monochrom enthält.

Automatisch generierte Beschreibung]
[bookmark: _Hlk205452018]Figure S5. SDS-PAGE analysis of the cell-free extracts from bioreactor cultivation of Bs007∆ss-Ap with unregulated pH and DO ≤ 5%. M: precision Plus Protein™ unstained protein standard.
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